Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.081; data-to-parameter ratio = 8.4.
In the title compound, C 12 H 15 NO 7 Á0.5H 2 O, there are two independent molecules in the asymmetric unit, together with one water molecule. The pyranoside rings each have close to a 1 C 4 chair conformation and the nitro groups are almost coplanar with the benzene rings. The water molecule links the two independent molecules through O-HÁ Á ÁO hydrogen bonds. All the hydroxyl groups are involved in hydrogen-bond interactions, giving rise to a three-dimensional network.
Related literature
For a related structure, see Fernandez-Castañ o & Foces-Foces (1996) . For related literature, see: Garegg et al. (1978) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2006 ); cell refinement: SAINT (Bruker, 2006); data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare et al., 1995); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
amount of p-nitrophenolate ions released by monitoring the emmision at 400 nm.
The stucture of (I) is shown in Fig. 1 . The molecular packing (Fig. 2) is stabilized by hydrogen bonds between all the hydroxyl groups and the water molecules.
The title compound is commercialy available (Sigma Chemical Company) or can be easily prepared following the described procedure of Garegg et al. (1978) . The title compound, (I), was crystallized from methanol by slow evaporation of the solvent.
Refinement
In the absence of significant anomalous scattering effects, Friedel pairs were merged. The positional and displacement parameters for the H atoms bound to O were refined. The methyl H atoms were constrained to an ideal geometry, with C-H = 0.98Å and U iso (H) = 1.5U eq (C), but each group was allowed to rotate freely about its C-C bond. All other H atoms were placed in calculated positions (C-H = 0.95-1.00 Å), with U iso (H) = 1.2U eq (C). Figures   Fig. 1 . The molecular structure and atom-labelling scheme for (I). Displacement ellipsoids are drawn at the 50% probability level.
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